. Real-Time PCR primers used in this study. The genes examined, and the forward and reverse sequences of the primers used are indicated.
Gene Primer sequences
ß-Actin Forward 5′-ACTCTTCCAGCCTTCCTTCC-3′ Reverse 5′-TGTTGGCGTACAGGTCTTTG-3′
ABCG2
Forward 5′-CACCTTATTGGCCTCAGGAA-3′ Reverse 5′-GAAACACTGGTTGGTCGTCA-3′
ALD1H1
Forward 5′-CCAAAGTCCTGGAGGTTGAA-3′ Reverse 5′-TAACTCCAGGCCATCACACA-3′
ATPsyn. 5a
Forward 5′-TCAGTCTACGCCGCACTTAC-3′ Reverse 5′-GACATCTCAGCAGTCCCACA-3′
Hif-1α Forward 5′-CTGACCCTGCACTCAATCAA-3′ Reverse 5′-TCCATCGGAAGGACTAGGTG-3′
VDAC3
Forward 5′-AATAATGCCAGCCTGATTGG-3′ Reverse 5′-CTTGTGACCTCCTGCACTGA-3′ Figure 1S . si-hVDAC1 treatment reduced expression of metabolism related (A) and cancer stem cell related (B) proteins in U-87MG-, A549-and MDA-MB-231-derived tumours. Quantitative analysis of IHC stained si-NT-TTs or si-hVDAC1-TTs sections derived from U-87MG, A549 and MDA-MB-231 xenografts with specific antibodies against, GAPDH, CS, and ATP synthase 5a (ATP syn. 5a) (A) or against the indicated cancer stem cells markers. Quantitative analysis of the IHC images was carried out using a panoramic scanner (panoramic MIDI II, 3DHISTH) and HistoQuant software.
